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Welcome to the SIB BLAST Network Service 

If results of this search are reported or published, please mention that 
the computation was performed at the SIB using the BLAST network service. 
The SIB BLAST network service uses a server developed at SIB and the NCBI 
BLAST 2 software. It is implemented on hardware provided by HP. 

In case of problems, please contact, us . 

NCBI BLAST program reference [PMID: 9254694 ] : 

Altschul S.F., Madden T.L., Schaffer A. A. , Zhang J., Zhang Z., Miller W., 
Lipman D.J. Gapped BLAST and PSI-BLAST: a new generation of protein 
database search programs. Nucleic Acids Res. 25:3389-3402(1997). 
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Swiss-Prot Release 42.1 of 24-Oct-2003 

TrEMBL Release 25.1 of 24-Oct-2003 
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CLUSTAL FORMAT for T-COFFEE Version_l . 3 7 , CPU=0.00 sec, SCORE=20400, Nseq=2, Len=399 

link | VIRT8691 | Blast_submission MAKEKFNRTNPHVNIGTIGHVYHGKTTLSAAISAVLSLKGLAEMKDYDNIDNAPQ • 
sp | Q9ZK19 | EFTU_HELPJ MAKEKFNRTNPHVNIGTIGHVYHGKTTIjSAAISAVLSLKGLAEMKDYDNIDNAPQ 

****** ******************** ******************** ********* 

unk | VIRT8691 1 Blast_Submission ITIATSHIEYETETRHYAHVDCPGHADYVKNMITGAAQMDGAILWSAADGPMPQ 
sp | Q9ZK19 | EFTU_HELPJ ITIATSHIEYETETRHYAHVDCPGHADYVKNMITGAAQMDGAILWSAADGPMPQ 

******************************************************* 

unk | VIRT8691 | Blast_submission LLSRQVGVPHIWFLNKQDMVDDQELLELVEMEVRELLSAYEFPGDDTPIVAGSA 
sp | Q9ZK19 | EFTU_HELPJ LLSRQVGVPHIWFLNKQDMVDDQELLELVEMEVRELLSAYEFPGDDTPIVAGSA 

******************************************************* 

unk | VIRT8691 1 Blast_submission EAKAGNVGEWGEKVLKLMAEVDSYIPTPERDTEKTFLMPVEDVFSIAGRGTVVTG 
sp | Q9ZK19 | EFTU_HELPJ EAKAGNVGEWGEKVLKLMAEVDSYIPTPERDTEKTFLMPVEDVFSIAGRGTWTG 

******************************************************* 

unk | VIRT8691 1 Blast_submission WKVGDEVEIVGIRATQKTTVTGVEMFRKELEKGEAGDNVGVLLRGTKKEEVERG 
sp | Q9ZK19 | EFTU_HELP J WKVGDEVEIVGIRATQKTTVTGVEMFRKELEKGEAGDNVGVLLRGTKKEEVERG 

******************************************************* 

unk | VIRT8691 | Blast_submission PGSITPHKKFEEEIYVLSKEEGGRHTPFFTNYRPQFYVRTTDVTGSITLPEGVEM 
sp | Q9ZK19 | EFTU_HELPJ PGSITPHKKFEEEIYVLSKEEGGRHTPFFTNYRPQFYVRTTDVTGSITLPEGVEM 

******************************************************* 

unk|VIRT869l|Blast_submission NVKI TVEL I S P VALELGTKF AI REGGRTVGAGWSNI I E 
sp | Q9ZK19 | EFTU_HELPJ NVKI TVEL I S PVALELGTKF AI REGGRTVGAG WSN HE 

*************************************** 
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Welcome to the SIB BLAST Network Service 

If results of this search are reported or published, please mention that 
the computation was performed at the SIB using the BLAST network service. 
The SIB BLAST network service uses a server developed at SIB and the NCBI 
BLAST 2 software. It is implemented on hardware provided by HP. 

In case of problems, please contact us . 

NCBI BLAST program reference [PMID : 9254694 ] : 

Altschul S.F., Madden T.L., Schaffer A. A. , Zhang J., Zhang Z., Miller W. , 
Lipman D.J. Gapped BLAST and PSI -BLAST: a new generation of protein 
database search programs. Nucleic Acids Res. 25:3389-3402(1997). 



Query length: 22 AA 

Date run: 2003-11-05 13:51:17 UTC+0100 on sib-blast . unil . ch 

Program: NCBI BLASTP 2.2.5 [Nov-16-2002 ] 

Database: XXtremblnew; XXtrembl; XXswissprot 

1,302,277 sequences; 418,537,104 total letters 
Swiss-Prot Release 42.1 of 24-Oct-2003 
TrEMBL Release 25.1 of 24-Oct-2003 

TrEMBL new of 24-Oct-2003 
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89318550 PMID: 2749901 



Regulation of the synthesis of total cellular proteins and monoclonal 
antibodies in a hybridoma cell culture] 

Reguliatsiia sinteza summarnykh kletochnykh belkov i monoklonal ' nykh 
antitel v kul ' ture gibridomnykh kletok. 

Morenkov O S; Mantsygin Iu A; Lezhnev E I 

Tsitologiia (USSR) Mar 1989, 31 (3) p324-35, ISSN 0041-3771 
Journal Code: 0417363 

Document type: Journal Article ; English Abstract 

Languages : RUSSIAN 

Main Citation Owner: NLM 

Record type : Completed 

Subfile: INDEX MEDICUS 

A study was made of the regulation of total protein synthesis in cells of 
the mouse hybridoma producing monoclonal antibodies (McAb) against 
lambda ohage, and in the course of hybridoma growth and at the change of 
fetal bovine serum (FBS) concentration. FBS strictly affected proliferation 
of hybridoma cells, the specific production of McAb per cell being 
unchanged. The rate of total cellular protein synthesis does depend on FBS 
concentration in the medium, whereas the rates of protein degradation and 
secretion do not. Evidence is presented that the reduction in the 
protein- synthesis rate, after the removal of FBS from the medium, is caused 
by a coordinated decrease in both the rate of protein synthesis initiation 
and the rates of polypeptide chain elongation and translation 
termination. The decrease in the protein synthesis rate at the stationary 
phase of cell growth was shown to be related to the three main factors: 1) 
a 15-25% decrease in ribosome content per cell; 2) a two-fold decrease of 
the ribosome portion involved in mRNA translation; 3) a 5 to 15% decrease 
in the rate of mRNA translation. Evidence is presented that the decrease in 
the portion of mRNA translating ribosomes is due to the decrease in the 
rate of protein synthesis initiation. 
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